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Speaker: 
Dirk Husmeier, Senior Research Scientist, Biomathematics & Statistics, Scotland - http://www.bioss.sari.ac.uk/~dirk/index_research.html
LECTURE:
Title:  
Reconstructing gene regulatory networks with various machine learning methods
Date: 
August 9th, 2007
Time: 
2: 00 – 3:00pm (snacks and drinks will be provided)

Place: 
Health Information and Translational Sciences Building (HITS)

410 W. 10th Street, Indianapolis, IN  46202-3012


Conference Room #1110 (main floor) – directions enclosed
An important problem in systems biology is the reverse engineering of signaling pathways and regulatory networks from post genomic data.
In the first part his talk will compare the accuracy of reconstructing gene regulatory networks with three different modeling and inference paradigms: 
(1) Relevance networks 
(2) Graphical Gaussian models 
(3) Bayesian networks 
In the second part of the talk he shall describe a Bayesian approach to systematically integrate expression data with multiple sources of prior knowledge.

TUTORIAL:
Title: 
Bayesian networks in systems biology

Date: 
August 9th, 2007

Time: 
3:30 – 5:00 pm

Place: 
Health Information and Translational Sciences Building (HITS)


Conference Room #1110 (main floor)
This tutorial gives a brief introduction to the theory of learning Bayesian networks from post genomic data, providing the mathematical details underpinning the previous overview talk.
