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1000Figure 1: The posterior probability that two alignment positions in the maizea
tin gene sequen
e alignment are in the same rate state. The layout is identi
alto Figure 6 in the paper.We have applied our method to four maize a
tin gene sequen
es with thefollowing GenBank/EMBL a

ession numbers: U60514, U60513, U60508, andU60507. We used the same alignment as in (Husmeier, 2005), and dete
tedthe same gene 
onversion event as found in this earlier study, in 
on�rmationof the �nding reported in Moniz de Sa and Drouin (1996). The new result wehave obtained is shown in the left panel of Figure 1, whi
h shows the posteriorprobability that two alignment positions are in the same rate state.Our method 
learly dete
ts an outlying region between sites 370 and 475. Asit turns out (Lehra
h, 2007), this region 
onstitutes an inadvertently in
ludedintron, whi
h owing to the la
k of sele
tive pressure is signi�
antly more divergedthan the 
oding regions by whi
h it is �anked. Note that the 
orresponding plotobtained for the MCP model, shown in the right panel of Figure 1, 
annot dete
t1



this outlier, as it 
annot be distinguished from an alignment of, say, three genesor three di�erently diverged 
oding regions. For further details, see Lehra
h(2007).Referen
esHusmeier, D. (2005). Dis
riminating between rate heterogeneity and interspe-
i�
 re
ombination in DNA sequen
e alignments with phylogeneti
 fa
torialhidden Markov models. Bioinformati
s 21, ii166�ii172.Lehra
h, W. P. (2007). Predi
ting protein-protein intera
tions and 
hara
teris-ing rate hetrogeneity along DNA sequen
e alignments. Ph. D. thesis, Univer-sity of Edinburgh, S
hool of Informati
s.Moniz de Sa, M. and G. Drouin (1996). Phylogeny and substitution rates ofangiosperm a
tin genes. Mole
ular Biology and Evolution 13, 1198�1212.
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